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<400> 1 



tttcttctgt ttgcttactc cctatccggg ggcccaaggc gctgtctccg ccqcccaaqc 60 
cccgcgtaaa cctgggtgac ctcggagaca tccgttggag cat^agttcc cqacatcaqa 120 
cggcggcggt ggtccgggag aaacccggcg gcgggo^a? aagL?gccc a^ca^ ISO 

ccLccSa ^Scccr 9 CCCCgCgCCt 9«*tcgttg gggagggaga clcccggctc 24 
ccgcccctaa ctagcccagc cgcgcggagc gcctgggaga ggagaaggag ccgacctqcc 3 00 
S cgaccggcac ctgggcgctg ctgctggcgc tggcgc^gct cctgctgctg 60 
acgctggcgc tgtccgggac cagggcccga ggccacctgc cccccgggcc cacqccacta 4?o 
ccactgctgg gaaacctcct gcagctacgg cccggggclc tgtatSSgg g^tcatgcgg 
ctgagtaaga agtacggacc ggtgttcacc atctacctgg gaccctggcg gcctqtqq?! 540 
gtcctggttg ggcaggaggc tgtgcgggag gccctggglj gtcaggSg? Igag^tcaqc 600 
ggccggggaa ccgtagcgat gctggaaggg acttttgatg gccatggggt tSttctcc 660 
aacggggagc ggtggaggca gctgaggaag tttaccatgc ?tgc tSg^g" ggacctgagc 720 
Jtccaqqaaa 0 f^ 99 ^ S^ctgatc caggcggagg cccggtgtc 9 g^tggagaca 7 
ttccagggga cagaaggacg cccattcgat ccctccctgc tgctggccca ggccacctcc 840 
aacgtagtct gctccctcct ctttggcctc cgcttctcct a^gaifataa gfag'tccag 900 
gccgtggtcc gggcagctgg tggtaccctg ctgggagtca gcLccaggg g^gtcagacc 960 
tacgagatgt tctcctggtt cctgcggccc ctgccaggcc cccacaa^ca g^cctccac ^020 

g^qctt 3 ^ ™ccf Ct9C f tCaCa9tC C99CaggtgC agcagcaLa Lgaacctg 
Hint 9 9CCCCgcac 9 tgaccttgtc gatgccttcc tgctgaagat ggcacaggag 1140 
^tqtttqcta aaa 9Ca r 9a attCaCCa * C aagaacatgc tgatgacagt catttaStg 1200 
ctgtttgctg ggacgatgac ggtcagcacc acggtcggct ataccctcct gctcctgatg 1260 
aaataccctc atgtccaaaa gtgggtacgt gaggagctga atcgggagct gggggc?ggc 1320 
caggcaccaa gcctagggga ccgtacccgc ctcccttaca ccgacgcggt tc^gcatqaq 1380 
gcgcagcggc tgctggcgct ggtgcccatg ggaatacccc gcaccctcat gcgfaccacc 1440 
cgcttccgag ggtacaccct gccccagggc acggaggtct tccccctcct tggctccatc 1500 
ctgcatgacc ccaacatctt caagcaccca gaagagttca acccagaccg tScctggat 1560 
gcagatggac ggttcaggaa gcatgaggcg ttcctgccct tctccttagf gaagcg?qtc ^620 
gcc?t ?ccc S 9CCtggC — 9^gag ctcttcctct tcttcaccal catcScaa 
Htllltt ^gagagccc gtgcccgccg gacaccctga gcctcaagcc caccgtcagt 1740 
ScacqcaqJ cT'T^ agCCttCCag ctgcaagtcc gtcccac?ga ccttSctcc 
accacgcaga ccagatgaag gaaggcaact tggaagtggt gggtgcccag gacggtgcct 1860 



1 



ccagcctcaa cagtgggcat ggacagggtt 
cacatttaca cgcctgcagt tgttttccgg 
actcatgctg ctaagatgca caaccgcaca 
actgctgggt tagctttcca cagacataaa 
ccaggtaacc caccaactcc cctggatctg 
ttcacaagcc acagaaacgg ccacacatgt 
aacttctcag tgtccctgtc cctggtgcct 
tcatgccacc cagagactgt cgctgtctat 
caccactctc ccagcctgtg accaccgatg 
gctacccacg tacgacatcg tcctggctcc 
ccccacagag gcacagtccc cagccacctc 
aagcaccctg attctaccaa atgcaaacac 
tggacatacg aggaccctca gaccggagga 
taaccacgtg gaaagcggcc cctgctgccc 
acagcccctg ttcggcgtca gagtccccac 
taggggccag tttccaattc accctgtcag 
cttaagggtc cggcttggga attaaagttt 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
aaaa 

<210> 2 
<211> 504 
<212> PRT 
<213> Human 



• 



aatgtctcca gagtgtacac tgcaggcagc 1920 
agtctgtccc acggcccaca cgctcacttg 1980 
cccatacaca actacaaggg ccacaaagca 2040 
tatagtccat ctgcaatcac aagcacatag 2100 
cagcccacac gtgggagtct ggctgtcacc 2160 
tcacagctca cacgccctct ccattcatcg 2220 
ggcacaggga acagcatgcc ccctccgggg 22 80 
ggccccaact catgctccct ctcttggcta 2340 
tccacacacc cccaaccact tgtccacaca 2400 
ccagagtatc ttcccactga gacacgccgc 2460 
tgcaactgca gccctcagtc accccttttt 2520 
atctgggtct gcgattatgc acagagactt 2580 
acacctgccc aaccccaaca cgtgcttatg 2640 
ctccacacac acatacacac tcactgatct 2700 
tagacccagt ggaaggggtt agagaccaag 2760 
ggagtgagcc ggatctgacg ttccttgtga 2820 
gtttctggcc tttagcctaa aaaaaaaaaa 2880 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2940 

2944 



<400> 2 
Met Glu 
1 

Leu Leu 

Pro Pro 

Arg Pro 

50 
Gly Pro 
65 

Leu Val 

Glu Phe 

Gly His 

Lys Phe 
130 
Gly Glu 
145 

Gin Gly 

Ala Thr 

Tyr Glu 

Leu Leu 
210 
Trp Phe 
225 

Val Ser 



Ala Thr 

Leu Thr 
20 

Gly Pro 
35 

Gly Ala 

Val Phe 

Gly Gin 

Ser Gly 
100 
Gly Val 
115 

Thr Met 

Glu Leu 

Thr Glu 

Ser Asn 
180 
Asp Lys 
195 

Gly Val 
Leu Arg 
Thr Leu 



Gly Thr 
5 

Leu Ala 

Thr Pro 

Leu Tyr 

Thr He 
70 

Glu Ala 
85 

Arg Gly 

Phe Phe 

Leu Ala 

He Gin 
150 
Gly Arg 
165 

Val Val 

Glu Phe 

Ser Ser 

Pro Leu 
230 
Ala Ala 



Trp Ala 

Leu Ser 

Leu Pro 

40 
Ser Gly 
55 

Tyr Leu 

Val Arg 

Thr Val 

Ser Asn 
120 
Leu Arg 
135 

Ala Glu 

Pro Phe 

Cys Ser 

Gin Ala 
200 
Gin Gly 
215 

Pro Gly 
Phe Thr 



Leu Leu 
10 

Gly Thr 
25 

Leu Leu 

Leu Met 

Gly Pro 

Glu Ala 
90 

Ala Met 
105 

Gly Glu 

Asp Leu 

Ala Arg 

Asp Pro 
170 
Leu Leu 
185 

Val Val 
Gly Gin 
Pro His 
Val Arg 



Leu Ala Leu Ala 
Arg Ala 
Gly Asn 



Arg Leu 
60 

Trp Arg 
75 

Leu Gly 

Leu Glu 

Arg Trp 

Gly Met 
140 
Cys Leu 
155 

Ser Leu 

Phe Gly 

Arg Ala 

Thr Tyr 
220 
Lys Gin 
235 

Gin Val 



Arg Gly 
30 

Leu Leu 
45 

Ser Lys 



Pro Val 

Gly Gin 

Gly Thr 
110 
Arg Gin 
125 

Gly Lys 

Val Glu 

Leu Leu 

Leu Arg 
190 
Ala Gly 
205 

Glu Met 
Leu Leu 
Gin Gin 



Leu Leu 
15 

His Leu 

Gin Leu 

Lys Tyr 

Val Val 
80 

Ala Glu 
95 

Phe Asp 

Leu Arg 

Arg Glu 

Thr Phe 
160 
Ala Gin 
175 

Phe Ser 

Gly Thr 

Phe Ser 

His His 
240 
His Gin 



2 



• 



Gly Asn Leu 

Leu Leu Lys 
275 

Asn Lys Asn 

290 
Met Thr Val 
305 

Tyr Pro His 

Gly Ala Gly 

Thr Asp Ala 
355 

Met Gly He 

370 
Thr Leu Pro 
385 

His Asp Pro 

Phe Leu Asp 

Phe Ser Leu 
435 

Glu Leu Phe 

450 
Ser Pro Cys 
465 

Leu Phe Asn 



245 
Asp Ala 
260 

Met Ala 

Met Leu 

Ser Thr 

Val Gin 
325 
Gin Ala 
340 

Val Leu 

Pro Arg 

Gin Gly 

Asn He 
405 
Ala Asp 
420 

Gly Lys 



Ser Gly Pro 

Gin Glu Glu 
280 

Met Thr Val 
295 

Thr Val Gly 
310 

Lys Trp Val 

Pro Ser Leu 

His Glu Ala 
360 

Thr Leu Met 

375 
Thr Glu Val 
390 

Phe Lys His 
Gly Arg Phe 



Leu Phe 
Pro Pro 



Leu His Ser 



He Pro 
485 
Thr Thr 
500 



Arg Val Cys 
440 

Phe Thr Thr 

455 
Asp Thr Leu 
470 

Pro Ala Phe 
Gin Thr Arg 



250 
Ala Arg 
265 

Gin Asn 

He Tyr 

Tyr Thr 

Arg Glu 
330 
Gly Asp 
345 

Gin Arg 

Arg Thr 

Phe Pro 

Pro Glu 
410 
Arg Lys 
425 

Leu Gly 



Asp Leu Val 

Pro Gly Thr 
285 

Leu Leu Phe 
300 

Leu Leu Leu 
315 

Glu Leu Asn 

Arg Thr Arg 

Leu Leu Ala 
365 

Thr Arg Phe 
380 

Leu Leu Gly 
395 

Glu Phe Asn 
His Glu Ala 



He Leu 

Ser Leu 

Gin Leu 
490 



Glu Gly Leu 
445 

Gin Ala Phe 

460 
Lys Pro Thr 
475 

Gin Val Arg 



255 
Asp Ala Phe 
270 

Glu Phe Thr 

Ala Gly Thr 

Leu Met Lys 
320 

Arg Glu Leu 

335 
Leu Pro Tyr 
350 

Leu Val Pro 

Arg Gly Tyr 

Ser He Leu 
400 

Pro Asp Arg 

415 
Phe Leu Pro 
430 

Ala Lys Ala 

Ser Leu Glu 

Val Ser Gly 
480 

Pro Thr Asp 
495 



<210> 3 
<211> 504 
<212> DNA 
<213> Human 

<220> 

<221> misc_feature 
<222> (1) . . . (504) 
<223> n = A,T,C or G 

<400> 3 

meatgtwall lalalllllt lalsgtrarg 
skkygpvfti ylgpwrpwv lvgqeavrea 
gerwrqlrkf tmlalrdlgm gkregeeliq 
wcsllfglr fsyedkefqa wraaggtll 
vstlaaftvr qvqqhqgnld asgpardlvd 
fagtmtvstt vgytllllmk yphvqkwvre 
qrllalvpmg iprtlmrttr frgytlpqgt 
dgrfrkheaf lpfslgkrvc lgeglakael 
lfnippafql qvrptdlhst tqtr 

<210> 4 



hlppgptplp llgnllqlrp galysglmrl 60 
lggqaeefsg rgtvamlegt fdghgvffsn 12 0 
aearclvetf qgtegrpfdp slllaqatsn 180 
gvssqggqty emfswflrpl pgphkqllhh 240 
afllkmaqee qnpgteftnk nmlmtviyll 300 
elnrelgagq apslgdrtrl pytdavlhea 360 
evfpllgsil hdpnifkhpe efnpdrflda 42 0 
flffttilqa fslespcppd tlslkptvsg 480 

504 



3 



# 



<211> 489 
<212> PRT 
<213> Rabit 

<400> 4 

Met Glu Leu Gly 
1 

Cys Leu Leu He 
20 

Leu Pro Pro Gly 
35 

Val Arg Thr Asp 
50 

Tyr Gly Pro Val 
65 

Leu Cys Gly His 

Glu Phe Ser Gly 
100 

Gly His Gly Val 
115 

Arg Phe Ser Leu 
130 

He Glu Glu Arg 
145 

Arg Lys Thr Lys 

Thr Val Ser Asn 
180 

Tyr Glu Asp Lys 
195 

Phe He Glu Met 
210 

Gly Val Met Gin 
225 

He Glu Glu Leu 



Gly Ala 
5 

Leu He 

Pro Thr 

Ala Thr 

Phe Thr 

70 
Glu Ala 
85 

Arg Gly 

Ala Leu 

Thr He 

He Gin 
150 
Gly Ala 
165 

Val He 
Gin Phe 
Ser Thr 



Ala Ser Leu Asp 
260 

He Lys Met His 
275 

Lys Asn Leu Val 
290 

Thr Val Ser Ser 
305 

Pro Glu Val Gin 

Pro His Arg He 
340 

Asp Ala Val He 
355 

Gly Val Pro His 
370 

Leu Pro Lys Gly 
385 

Asp Pro Lys Tyr 



Tyr Leu 
230 
Lys Asp 
245 

Pro Gin 

Gin Asp 

Leu Thr 

Thr Leu 
310 
Thr Lys 
325 

Pro Ser 

His Glu 

Asn Val 

Thr Asp 
390 
Phe Cys 
405 



Phe Thr He 

Ala Trp Lys 
25 

Pro He Pro 
40 

Phe Gin Ser 
55 

Val Tyr Met 

Val Lys Glu 

Glu Leu Ala 
105 

Ala Asn Gly 
120 

Leu Arg Asp 
135 

Glu Glu Ala 

Pro He Asp 

Ser Ser Val 
185 

Leu Ser Leu 

200 
Pro Trp Ala 
215 

Pro Gly Arg 



Phe Leu Ala 
10 

Arg Val Gin 

Phe Leu Gly 

Phe Leu Lys 
60 

Gly Pro Arg 
75 

Ala Leu Val 
90 

Ser Val Glu 

Glu Arg Trp 

Phe Gly Met 
140 

Gly Tyr Leu 
155 

Pro Thr Phe 
170 

Val Phe Gly 
Leu Arg Met 



Phe He Ala 

Asn Pro Arg 
265 

Lys Asn Asn 

280 
Thr Leu Asn 
295 

Arg Tyr Gly 

He Tyr Glu 

Val Asp Asp 
345 

He Gin Arg 

360 
He Arg Asp 
375 

Val Phe Pro 
His Pro Asp 



Gin Leu Tyr 
220 

His Asn Arg 

235 
Ala Arg Val 
250 

Asp Phe He 

Pro His Thr 

Leu Phe Phe 
300 

Phe Leu Leu 

315 
Glu He Asn 
330 

Arg Val Lys 

Leu Thr Asp 

Thr His Phe 
380 

Leu Leu Gly 

395 
Asp Phe Tyr 
410 



Leu Cys 

Lys Pro 
30 

Asn Leu 
45 

Leu Arg 

Pro Val 

Asp Arg 

Arg Asn 
110 
Arg He 
125 

Gly Lys 

Leu Glu 

Phe Leu 

Ser Arg 
190 
He Asn 
205 

Asp Met 
He Tyr 
Lys Val 



Asp Cys 
270 
Glu Phe 
285 

Ala Gly 

He Met 

Gin Val 

Met Pro 
350 
He Val 
365 

Arg Gly 
Ser Val 
Pro Gin 



Phe Ser 
15 

Gly Arg 

Leu Gin 

Glu Lys 

Val He 
80 

Ala Asp 
95 

Phe Gin 

Leu Arg 

Arg Ser 

Glu Phe 
160 
Ser Arg 
175 

Phe Asp 

Glu Ser 

Tyr Ser 

Tyr Leu 
240 
Asn Glu 
255 

Phe Leu 



Asn Leu 

Thr Glu 

Lys His 
320 
He Gly 
335 

Phe Thr 

Pro Met 

Tyr Leu 

Leu Lys 
400 
His Phe 
415 



4 



4 



Leu Asp Glu Gin Gly Arg Phe Lys 
420 

Ser Ser Gly Lys Arg He Cys Leu 
435 440 
Leu Phe Leu Tyr Phe Thr Ser He 

450 455 
Leu Val Pro Pro Val Asn He Asp 
465 470 
Gly Asn He Pro Pro Thr Tyr Glu 
485 



4 



Lys Asn Glu Ala Phe Val Pro Phe 
4 25 430 
Gly Glu Ala Met Ala Arg Met Glu 
445 

Leu Gin Asn Phe Ser Leu His Pro 
460 

He Thr Pro Lys He Ser Gly Phe 
475 480 

Leu 
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